Coscinodiscus sp. 0 0 500 500 500 500 100 Grammatophora sp. 0 0 500 500 500 500 100 Equal amount of dinoflagellates cells from different genera were mixed in sample 1 to evaluate the amplification efficiency of the primers in different dinoflagellates genera; sample 2 contained equal amount of cells of different dinoflagellates species to simulate the dinoflagellate water system; sample 3 contained more equal amount of cells of different diatoms species based on the containing of sample 2. Sample 4, 5 and 6 imitated the bloom of P. donghaiense, A. catenella and S. marinoi, respectively. It was unequal amount of cells of different dinoflagellates and trace diatom cells in sample 7. Sample 1 and 7 were divided into two equal parts (1.1 and 1.2, 7.1 and 7.2); sample 1.2 and 7.2 were used to do the WGA after total DNA extraction. 
